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Summary. - The isolation of influenza virus envelope glycoproteins
was achieved by one-step procedure consisting of treatment of
purified virus with zwitterionic detergent and separation of viral
constituents by sucrose density gradient centrifugation. Viral glyco-
proteins and proteins of outer membrane of N. meningitidis or B.
burgdorferi formed complexes after removal of the detergent by
dialysis. Complexing of viral glycoproteins and bacterial proteins was
monitored by gel chromatography on Sepharose 6B, polyacrylamide
gel electrophoresis and electron microscopy. It was demonstrated by
immunoblot analysis, that virus-spirochete complexes elicited for-
mation of antibodies in mice directed against osp A and osp B of
spirochete, as well as against viral glycoproteins, respectively.
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Introduction

The lipopolysaccharide (LPS)-devoid outer membrane proteosomes of gram-
negative bacterium N. meningitidis were reported to be a potent carrier for
complexing with synthetic peptides equipped with hydrophobic terminus (Lo-
well et al., 1988).

As glycoproteins of enveloped viruses span envelope structures with hydrop-
hobic terminal tails of their molecules, we analyzed the possibility to complex
them with meningococcal proteosomes. We reported earlier that it was possible
to complex glycoprotein E of tick-borne encephalitis virus (TBEV) with such
bacterial proteosomes (Slavik et al., 1991).

Our present intention was to complex envelope glycoproteins of influenza
virus, where inside the envelope structure the glycoproteins primarily interact
with matrix (M) polypeptide. In contrary to TBEV, influenza virus contains
helical, but not icosahedral capsid.






























